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Five time‐point “multiplexing” profile



Quantitative phosphoproteomics in EGFR signaling
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MAP kinases activation
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Spatial distribution of phosphorylation dynamics

Cytosolic STAT5 
translocates to the nucleus
upon phosphorylation



Proline Conversion!

Mol Cell Proteomics. 2008 Sep;7(9):1587-97
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A simple solution 
for proline conversion issue



Nature Methods ‐ 1, 119 ‐ 126 (2004)

13C9-tyrosine

J. Proteome Res., 2005, 4 (5), pp 1661–1671

Other amino acids

13C1D3-Methionie



Current classical SILAC methods



Pulsed SILAC (pSILAC)

Matthias Selbach

Nikolaus Rajewsky



Pulsed SILAC (pSILCA)

Matthias Selbach

Parallel quantification of mRNA and protein turnover and levels

Nature 473, 337–342 (19 May 2011)



SILAC‐mouse

Cell. 2008 Jul 25;134(2):353-64
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SILAC‐fly

~97%

Matthias Selbach
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Nature Methods 7, 383 - 385 (2010)

Super‐SILAC



Spike‐in SILAC

Mol Cell Proteomics. 2013 Jun;12(6):1709-22


