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ABSTRACT
Penicillium is the most common fungal genus in various terrestrial and marine environments. 
The number of new and unrecorded Penicillium species from various substrates and habitats 
are continuously increasing. As part of a project to discover indigenous fungi in South Korea, 
three unrecorded Penicillium species were isolated from mudflats and seaweeds. Based 
on morphological characteristics and phylogenetic analyses of β-tubulin and calmodulin 
loci, they were identified as P. amaliae, P. infrabuccalum, and P. manginii. Here, we provide 
a detailed morphological description and sequence information of these previously 
unrecorded species.

Keywords: Marine, Phylogenetic analysis, Series Sclerotiorum, Series Simplicissima, Series 
Westlingiorum

INTRODUCTION
Penicillium is one of the most common fungal genera isolated from terrestrial environments, such as 

soil, indoors, plants, and food products. They play important ecological roles as decomposers, pathogens, 

and producers of a variety of molecules, such as bioactive compounds, enzymes, and mycotoxins [1,2]. 

Recently, Penicillium research has been expanded to various habitats, including marine (mudflats, sea sand, 

sea water, and algae) [3,4] and extreme environments (Antarctica, hot springs, saline soils, and deep seas) 

[5]. Many new species have been reported in ecological and biodiversity studies of specific substrates and 

habitats [6-8] and have increased significantly over the past decade [9].

Penicillium species are readily identified at the genus level according to their conidiophores and conidia, 

whereas they are difficult to identify at the species level because of their morphological plasticity under 

growth conditions and similar characteristics among closely related species [10]. Recently, the taxonomy 

of Penicillium has changed dramatically based on phylogenetic analysis. The description method of the 

species has been standardized, including morphology and multigene phylogenetic analysis using the nuclear 

rDNA internal transcribed spacer (ITS), β-tubulin (BenA), calmodulin (CaM), and RNA polymerase II 

second largest subunit (rpb2). In special, ITS and BenA have been recommended as molecular markers for 
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Penicillium identification [10]. To date, Penicillium has been subdivided in two subgenera, 32 sections, 89 

series, and 483 species worldwide [9]. Although the number of new and unrecorded species of Penicillium 

is continuously increasing [11-14], only about 24% of the described species have been found in South 

Korea [15]. Moreover, we have recently reported many potential new species and recorded species from 

mudflats and sea sand in the intertidal zones in South Korea using isolation and next generation sequencing 

(NGS) [4]. Therefore, it is necessary to expand our research toward new substrates and habitats using 

various methods, including NGS, in order to discover new species and unrecorded species.

As part of the projects organized by the Marine Fungal Resource Bank (MFRB) and the National 

Research Foundation of Korea (NRF), we discovered three unrecorded species from different series during 

the investigation of Penicillium diversity in marine and terrestrial environments. The main objective of this 

study was to describe these three unrecorded Penicillium species based on morphological characteristics 

and phylogenetic analysis of the BenA and CaM loci. They were identified as P. amaliae, P. infrabuccalum, 

and P. manginii.

MATERIALS AND METHODS

Sample collections and isolation
Using previously described methods [16], three strains were isolated from mudflats and one from seaweeds. 

Briefly, 5 g of mudflats was serially diluted (1/10 and 1/100) with sterilized seawater, and 100 μL of each 

dilution was plated on dichloran rose bengal chloramphenicol (DRBC, Difco-Becton Dickinson, MD, USA) 

agar. For fungal isolation from seaweed, samples were washed with seawater to remove surface debris, cut 

into discs of approximately 5-mm in diameter, and placed on DRBC agar. All plates were incubated at 25℃ 

for 7 days. Isolated fungal strains were transferred to potato dextrose agar (PDA; Difco-Becton Dickinson, 

MD, USA) with seawater. Each strain was stored in 20% glycerol at -80℃ at the Seoul National University 

Fungus Collection (SFC) (Table 1).

DNA extraction, amplification, and sequencing
Genomic DNA was extracted using an AccuPrep Genomic DNA Extraction Kit (Bioneer, Daejeon, 

Table 1. Summary and GenBank accession numbers for Penicillium strains isolated from marine environments.

Species Section Strain No. Site Habitat
Accession No.

BenA CaM

P. amaliae Sclerotiorum SFCP11106 Jangheung-ri, Gilsang-myeon, Ganghwa-gun, 
Incheon Mudflat MZ890585 MZ890589

P. infrabuccalum Lanata-Divaricata SFCP13625 Deokchon-ri, Samsan-myeon, Yeosu-si, Jeollanam-do Seaweed MZ890586 MZ890590

SFCP14760 Haksan-ri, Byeollyang-myeon, Suncheon-si, 
Jeollanam-do Mudflat MZ890587 MZ890591

P. manginii Citrina SFCP14845 Pyeongsan-ri, Hyeongyeong-myeon, Muan-gun, 
Jeollanam-do Mudflat MZ890588 MZ890592

BenA: β-tubulin; CaM: Calmodulin
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Korea) according to the manufacturer’s instructions. BenA and CaM were amplified using previously 

described methods [17]. The polymerase chain reaction (PCR) products were purified using an ExpinTM 

PCR Purification Kit (GeneAll Biotechnology, Seoul, Korea) according to the manufacturer’s instructions. 

DNA sequencing was performed bidirectionally at Macrogen (Seoul, South Korea) on an ABI Prism 

3730XL analyzer (Applied Biosystems, Foster City, CA, USA) using the PCR primers.

Phylogenetic analysis
The sequences were manually assembled, proofread using MEGA5 [18], and deposited in GenBank 

(accession Nos. are listed in Table 1). Molecular identification was performed in two steps. First, the 

section of the strains were determined by comparing the BenA sequence of each isolated strain and those 

from several type strains. Next, each strain was identified to the species level by analyzing the combined 

dataset of the two loci (BenA and CaM) with type species from each section. P. roqueforti CBS 221.30, P. 

glabrum CBS 125543, and P. corylophilum CBS 312.48 were used as the outgroups for series Sclerotiorum, 

Simplicissima, and Westlingiorum, respectively [9]. Multiple alignments were performed with MAFFT 

v.7 [19] using the default settings. Maximum likelihood analyses were conducted using RAxML [20] 

implemented on the CIPRES web portal [21], using the general time reversible (GTR)+G model with 1000 

bootstrap replicates.

Morphological analysis
The morphology of the three unrecorded species was observed using previously described methods on 

five different culture media: creatine sucrose agar (CREA), Czapek yeast autolysate agar (CYA; Difco, 

Sparks, MD, USA), dichloran 18% glycerol agar (DG18), malt extract agar (MEA; Oxoid, Hampshire, 

UK), and yeast extract sucrose agar (YES; Difco, Sparks, MD, USA) [22]. The Methuen handbook of color 

was used for determining the color names and alphanumeric codes for the description of each culture [23]. 

Microscopic features were observed under a Nikon 80i compound light microscope (Nikon, Tokyo, Japan) 

using colonies grown on MEA.

RESULTS
Isolated strains were identified as P. amaliae in the series Sclerotiorum (1 strain), P. infrabuccalum in 

Simplicissima (2), and P. manginii in Westlingiorum (1) based on the combined dataset from BenA and 

CaM (Fig. 1).

SFCP11106, classified in series Sclerotiorum sect. Sclerotiorum, formed a monophyletic group with 

P. amaliae CV1875 (type strain) (sequence similarity for BenA=99.1% and CaM=100%; bootstrap 

support=98%). Whereas SFCP13625 and SFCP14760, classified in series Simplicissima sect. Lanata-

Divaricata, formed a monophyletic group with P. infrabuccalum KAS 2181 (type strain) (sequence 

similarity for BenA=99.8-100% and CaM=99.6-100%; bootstrap support=99%), and SFCP14845, 
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classified in series Westlingiorum sect. Citrina, formed a monophyletic group with P. manginii CBS 253.31 

(type strain) (sequence similarity for BenA=100% and CaM=100%; bootstrap support=100%).

Taxonomy
Penicillium amaliae Houbraken & K. Jacobs (2013) (Fig. 2)

Description: Colony diam, 7 d, in mm: CYA 25℃ 27-30; CYA 15℃ 9-10; CYA 30℃ 23-25; CYA 

37℃ no growth; MEA 25℃ 25-29; YES 25℃ 28-30; DG18 25℃ 19-20; CREA 25℃ 14-16 (Fig. 2).

Fig. 1. Maximum likelihood (ML) phylogenetic trees of series (A) Sclerotiorum, (B) Simplicissima, and (C) Westlingiorum 
within Penicillium based on the combined data set of BenA and CaM. Bootstrap scores>70 are presented at the nodes. The 
scale bar represents the number of nucleotide substitutions per site. The unrecorded Penicillium species are accented in color 
boxes.
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Colony characteristics: CYA, 25℃, 7 d: Colonies moderately deep, radially sulcate; margins low, narrow, 

entire; mycelia white; texture velvety; sporulation moderately dense; conidia dull green (27E3) to grayish 

green (27B3); exudates clear to almost yellowish brown; soluble pigments absent; reverse color light 

orange (5A5) to pale yellow (2A3). MEA, 25℃, 7 d: Colonies low, radially sulcate; margins low, narrow, 

entire; mycelia white; texture velvety; sporulation moderate to dense; conidia grayish green (26B3); 

exudates absent; soluble pigments absent; reverse color deep orange (6A8). YES, 25℃, 7 d: Colonies 

moderately deep, radially sulcate; margins low, narrow, entire; mycelia white; texture velvety; sporulation 

sparse to moderate; conidia grayish green (26B4); exudates absent; soluble pigments absent; reverse color 

light grayish yellow (3B5). DG18, 25℃, 7 d: Colonies low, radially sulcate; margins low, wide, entire; 

mycelia white; texture floccose; sporulation absent to sparse; conidia grayish turquoise (24B4); exudates 

absent; soluble pigments absent; reverse color grayish yellow (3B3). CREA, 25℃, 7 d: Growth poor; acid 

production weak.

Conidiophores monoverticilate; stipes smooth walled, 16-59×2-3 μm, phialides ampulliform, 9-19 per 

stipe, 6.3-16.5×1.8-2.9 μm. Conidia rough walled, globose to subglobose, 2.3-3.0×1.9-2.8 μm. Sclerotia 

absent; asci and ascospores not observed.

Fig. 2. Morphological characteristics of Penicillium amaliae SFCP11106. (a) Colonies 
after 7 days at 25℃, from left to right (top row) Czapek yeast autolysate agar (CYA), yeast 
extract sucrose agar (YES), dichloran 18% glycerol agar (DG18), malt extract agar (MEA); 
(bottom row) CYA reverse, YES reverse, DG18 reverse, creatine sucrose agar (CREA) 
reverse; (b-e) Conidiophores; (f) Conidia (scale bar: b-f=10 μm).
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Strains examined: SFCP11106

Note: P. amaliae is phylogenetically similar to P. lilacinoechinulatum. Both species can be distinguished 

by their different growth rates on CYA at 30℃ and acid production on CREA: P. amaliae grows slower than P. 

lilacinoechinulatum on CYA at 30℃ after 7 d (23-25 vs. 30-33 mm) [24]. P. amaliae produced a weak acid 

on CREA, whereas P. lilacinoechinulatum produced strong acid on CREA. Interestingly, the strain in this 

study showed no growth on CYA at 37℃, whereas the type strain had a low growth rate of 3-11 mm.

Penicillium infrabuccalum Visagie, David Clark & Seifert (2016) (Fig. 3)

Description: Colony diam, 7 d, in mm: CYA 25℃ 53-63; CYA 15℃ 18-21; CYA 30℃ 52-56; CYA 

37℃ no growth; MEA 25℃ 33-39; YES 25℃ 48-51; DG18 25℃ 21-23; CREA 25℃ 38-40 (Fig. 3).

Colony characteristics: CYA, 25℃, 7 d: Colonies moderately deep, radially sulcate; margins low, wide, 

entire; mycelia white; texture floccose; sporulation moderately dense; conidia grayish green (25B3); 

exudates; soluble pigments absent; reverse color light orange (5A5), light yellow (4A4) at margin. MEA, 

25℃, 7 d: Colonies low to moderately deep, radially sulcate; margins low, narrow, entire; mycelia white; 

Fig. 3. Morphological characteristics of Penicillium infrabuccalum SFCP13625. (a) 
Colonies after 7 days at 25℃, from left to right (top row) Czapek yeast autolysate agar 
(CYA), yeast extract sucrose agar (YES), dichloran 18% glycerol agar (DG18), malt 
extract agar (MEA); (bottom row) CYA reverse, YES reverse, DG18 reverse, creatine 
sucrose agar (CREA) reverse; (b-e) Conidiophores; (f) Conidia (scale bar: b-f=10 μm).
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texture floccose; sporulation moderately dense; conidia dull green (25D4) at center, grayish green (25B3) 

elsewhere; exudates absent; soluble pigments absent; reverse color orange (5B8). YES, 25℃, 7 d: Colonies 

moderately deep, radially sulcate; margins low, wide, entire; mycelia white; texture floccose at center, 

velvety elsewhere; sporulation sparse to moderately dense; conidia grayish green (27E4) to greenish gray 

(26B2); exudates absent; soluble pigments absent; reverse color brownish orange (5C6) to grayish yellow 

(4C3) at center, deep yellow (4A8) elsewhere. DG18, 25℃, 7 d: Colonies low, radially sulcate; margins low, 

narrow, entire; mycelia white; texture floccose; sporulation sparse; conidia greenish white (25A2); exudates 

absent; soluble pigments absent; reverse color light yellow (4A5) at center, pale yellow (4A3) elsewhere. 

CREA, 25℃, 7 d: Growth moderate; acid production absent.

Conidiophores biverticillate, terverticillate; stipes rough walled, 100-410×2-3 μm; branches 24-37 μm; 

metulae divergent, 2-5 per stipe, 9.7-13×2.5-3.5 μm; phialides ampulliform, 4-10 per metula, 6.1-11.2×
1.6-3.2 μm. Conidia finely rough walled, subglobose to ellipsoidal, 2.5-3×2-3 μm. Sclerotia absent; asci 

and ascospores not observed.

Strains examined: SFCP13625 and SFCP14760.

Note: P. infrabuccalum is phylogenetically similar to P. pedernalense. P. infrabuccalum is characterized 

by no acid production on CREA, whereas P. pedernalense produces strong acid on CREA [25]. Korean P. 

infrabuccalum tends to grow faster than the type strain KAS 2181 of P. infrabuccalum on CYA and MEA at 

25℃.

Penicillium manginii Duché & Heim (2011) (Fig. 4)

Description: Colony diam, 7 d, in mm: CYA 25℃ 29-31; CYA 15℃ 14-16; CYA 30℃ no growth; 

CYA 37℃ no growth; MEA 25℃ 28-30; YES 25℃ 35-38; DG18 25℃ 18-19; CREA 25℃ 12-15 (Fig. 4).

Colony characteristics: CYA, 25℃, 7 d: Colonies moderately deep, radially sulcate; margins low, narrow, 

entire; mycelia light yellow (2A4); texture velvety; sporulation moderately dense; conidia grayish green 

(27B4); exudates absent or yellow; soluble pigments yellow; reverse color deep orange (5A8). MEA, 25℃, 

7 d: Colonies low, radially sulcate; margins low, narrow, entire; mycelia white; texture velvety; sporulation 

poor to moderately dense; conidia grayish green (3B4); exudates clear; soluble pigments absent; reverse 

color deep orange (5A8). YES, 25℃, 7 d: Colonies deep, randomly furrowed; margins low, narrow, entire; 

mycelia white; texture velvety; sporulation moderately dense; conidia grayish green (26B4); exudates 

absent; soluble pigments reddish brown (9D8); reverse color reddish brown (8D8). DG18, 25℃, 7 d: 

Colonies low; margins low, narrow, entire; mycelia white; texture velvety; sporulation moderately dense; 

conidia grayish green (26B3); exudates absent; soluble pigments brownish red (10D8); reverse color violet 

brown (10F8). CREA, 25℃, 7 d: Growth poor; acid production weak; reverse color red (11A6).

Conidiophores biverticillate; stipes smooth to finely rough walled, 150-450×2-4 μm; metulae 2-5 per 

branch, 8.0-11.9×2.7-3.8 μm; phialides ampulliform, 6-8 per metula, 5.0-8.3×1.4-2.8 μm. Conidia 

smooth walled, subglobose to ellipsoidal, 2.3-3.6×1.2-2.4 μm. Asci and ascospores not observed.

Strains examined: SFCP14845.

Note: P. manginii is morphologically similar to P. vancouverense. Both species can be distinguished by 
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their growth rate and soluble pigment [26]. P. manginii grows faster than P. vancouverense on MEA and 

YES at 25℃. P. manginii produces a reddish brown color on YES, whereas P. vancouverense does not 

produce any soluble pigment. Korean P. manginii tends to grow slower than the type strain CBS 253.31 on 

CYA at 25℃.

DISCUSSION
Penicillium species are one of the most common fungi genera found in various substrates of marine 

environments, such as sea sand, seaweeds, and sailfin sandfish egg masses [3,27,28]. We identified three 

Penicillium species new to South Korea, that were isolated from marine environments; according to 

phylogenetic analyses based on the BenA and CaM loci, these species are P. amaliae, P. infrabuccalum, 

and P. manginii. Each of these Penicillium species was included in different sections and series: P. amaliae 

belonged to series Sclerotiorum, sect. Sclerotiorum; P. infrabuccalum to series Simplicissima, sect. Lanata-

Divaricata; and P. manginii to series Westlingiorum, sect. Citrina.

The series Sclerotiorum included in sect. Sclerotiorum consists of 17 species and is characterized by 

Fig. 4. Morphological characteristics of Penicillium manginii SFCP14845. (a) Colonies 
after 7 days at 25℃, from left to right (top row) Czapek yeast autolysate agar (CYA), yeast 
extract sucrose agar (YES), dichloran 18% glycerol agar (DG18), malt extract agar (MEA); 
(bottom row) CYA reverse, YES reverse, DG18 reverse, creatine sucrose agar (CREA) 
reverse; (b-e) Conidiophores; (f) Conidia (scale bar: b-f=10 μm).
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monoverticillate conidiophores, moderately fast colony growth, dull green to gray-green conidia, and 

globose to ellipsoidal conidia [9]. In South Korea, 11 Penicillium species have been reported, including 

P. acidum, P. austrosinicum, P. cainii, P. daejeonium, P. exsudans, P. jacksonii, P. johnkrugii, P. mallochii, P. 

maximae, P. sclerotiorum, and P. ulleungdoense [14]. They have been isolated from various substrates in 

marine and terrestrial environments [29-33]. P. amaliae was previously reported in the infructescence of 

Protea repens and insect larva [24]. Although SFCP11106 from mudflats showed a difference in mycelial 

growth at 37℃ on CYA compared with that of the type strain of P. amaliae, there were no differences in 

other morphological characteristics [24]. SFCP11106 formed a monophyletic group with the type strain 

of P. amaliae and was clearly different from other species in the series Sclerotiorum, based on BenA and 

CaM sequence analysis. Therefore, the strain could be confidently identified as P. amaliae. The series 

Simplicissima included in sect. Lanata-Divaricata consists of 20 species. Although the species in the series 

Simplicissima are morphologically characterized by biverticillate or divaricate conidiophores, colony 

growth at 37℃, gray-green or dull green conidia, and conidia of various sizes and shapes, classification of 

the series is difficult to establish based on morphological features [9]. In South Korea, six species have been 

reported, including P. brasilianum, P. echinulonalgiovense, P. globosum, P. onobense, P. paraherquei, and 

P. simplicissimum [15,34]. They were isolated from terrestrial environments, such as fresh water, indoors, 

and soil [4,29,34-36]. SFCP13625 and SFCP14760 were isolated from mudflats and seaweeds in marine 

environments and showed slight differences in sporulation and growth rate with previously reported 

P. infrabuccalum [25]. However, based on BenA and CaM sequence analysis and other morphological 

features, the strains were identified as P. infrabuccalum.

The series Westlingiorum included in sect. Citrina comprises 22 species and is morphologically 

characterized by biverticillate conidiophores, no growth at 37℃, and blue green to grayish green conidia 

[9]. A total of seven species have been reported in South Korea, including P. cairnsense, P. decaturense, 

P. miczynskii, P. pasqualense, P. raphiae, P. waksmanii, and P. westlingii [12,15]. With the exception of P. 

westlingii, most species have been isolated from soils in marine and terrestrial environments [4,12,16,37,38]. 

SFCP14845 was isolated from mudflats, and although it grew slower than the type strain of P. manginii on 

CYA at 25℃, most of its morphological features were similar to those of the type strain [26]. SFCP14845 

formed a well-supported monophyletic group with P. manginii CBS 253.31 (type strain). Therefore, we 

identified it as P. manginii.

In conclusion, we confirmed the presence of three unrecorded Penicillium species in South Korea 

using morphological and molecular approaches. The results of this study contribute to the update of the 

fungal inventory in this country. Continuous fungal surveys, along with accurate identification based on 

morphological and molecular characteristics, will increase the possibility of discovering more unrecorded 

species or even new ones.



Kim et al.

The Korean Journal of Mycology 2021 Vol.49 360

ACKNOWLEDGEMENTS
This research was supported by the National Marine Biodiversity Institute of Korea (2021M01100) and 

the Basic Science Research Program through the National Research Foundation of Korea (NRF) funded by 

the Ministry of Education (No. 2019R1I1A1A01061954).

REFERENCES
1.	 Pitt JI. The genus Penicillium and its teleomorphic states Eupenicillium and Talaromyces. 

London: Academic Press; 1979.
2.	 Houbraken J, Frisvad JC, Seifert KA, Overy DP, Tuthill DM, Valdez JG, Samson RA. Food 

and indoor fungi. Centre Utrecht: CBS-Fungal Biodiversity; 2010.
3.	 Park MS, Fong JJ, Oh SY, Kwon KK, Sohn JH, Lim YW. Marine-derived Penicillium in 

Korea: Diversity, enzyme activity, and antifungal properties. Antonie van Leeuwenhoek 
2014;106:331-45.

4.	 Park MS, Oh SY, Fong JJ, Houbraken J, Lim YW. The diversity and ecological roles of 
Penicillium in intertidal zones. Sci Rep 2019;9:1-11.

5.	 Yadav AN, Verma P, Kumar V, Sangwan P, Mishra S, Panjiar S, Gupta VK, Saxena AK. 
Biodiversity of the genus Penicillium in different habitats. In: Prasad R, Gill SS, Tuteja N, 
editors. New and future developments in microbial biotechnology and bioengineering: Crop 
improvement through microbial biotechnology. Amsterdam: Elsevier; 2018. p.3-18.

6.	 Diao YZ, Chen Q, Jiang XZ, Houbraken J, Barbosa RN, Cai L, Wu WP. Penicillium section 
Lanata-divaricata from acidic soil. Cladistics 2019;35:514-49.

7.	 Guevara-Suarez M, García D, Cano-Lira JF, Guarro J, Gené J. Species diversity in Penicillium 
and Talaromyces from herbivore dung, and the proposal of two new genera of Penicillium-like 
fungi in Aspergillaceae. FUSE 2020;5:39.

8.	 Visagie CM, Yilmaz N, Vanderwolf K, Renaud JB, Sumarah MW, Houbraken J, Assebgui R, 
Seifert KA, Malloch D. Penicillium diversity in Canadian bat caves, including a new species, 
P. speluncae. FUSE 2020;5:1.

9.	 Houbraken J, Kocsubé S, Visagie CM, et al. Classification of Aspergillus, Penicillium, 
Talaromyces and related genera (Eurotiales): An overview of families, genera, subgenera, 
sections, series and species. Stud Mycol 2020;95:5-169.

10.	Visagie CM, Houbraken J, Frisvad JC, et al. Identification and nomenclature of the genus 
Penicillium. Stud Mycol 2014;78:343-71.

11. Mun HY, Jeon YJ, Goh J. New record of three Penicillium species isolated from the freshwater 
environment in Korea. Kor J Mycol 2020;48:491-98.

12. Park MS, Lee JW, Kim SH, Park JH, You YH, Lim YW. Penicillium from rhizosphere soil in 
terrestrial and coastal environments in South Korea. Mycobiology 2020;48:431-42.

13. Park MS, Kim SH, Lee JW, Kim JS, Cho Y, Lim YW. Two unrecorded species belonging to 
Penicillium section Exilicaulis in South Korea. Kor J Mycol 2020;48:175-85.

14. Hyde KD, Tennakoon DS, Jeewon R, et al. Fungal diversity notes 1036-1150: Taxonomic and 
phylogenetic contributions on genera and species of fungal taxa. Fungal Divers 2019;96:1-242.

15. National List of Species of Korea. 2020. National Institute of Biological Resources [Internet]. 
Incheon; accessed on July 10, 2021. Available from http://kbr.go.kr.



Three Unrecorded Penicillium Species from Marine Environments in South Korea

The Korean Journal of Mycology 2021 Vol.49 361

16. Park MS, Eom JE, Fong JJ, Lim YW. New record and enzyme activity of four species in 
Penicillium section Citrina from marine environments in Korea. J Mycol 2015;53:219-25.

17. Park MS, Fong JJ, Oh SY, Houbraken J, Sohn JH, Hong SB, Lim YW. Penicillium jejuense sp. 
nov., isolated from the marine environments of Jeju Island, Korea. Mycologia 2015;107:209-
16.

18. Tamura K, Peterson D, Peterson N, Stecher G, Nei M, Kumar S. MEGA5: Molecular 
evolutionary genetics analysis using maximum likelihood, evolutionary distance, and 
maximum parsimony methods. Mol Biol Evol 2011;28:2731-39.

19. Katoh K, Standley DM. MAFFT multiple sequence alignment software version 7: 
Improvements in performance and usability. Mol Biol Evol 2013;30:772-80.

20. Stamatakis A. RAxML-VI-HPC: Maximum likelihood-based phylogenetic analyses with 
thousands of taxa and mixed models. Bioinformatics 2006;22:2688-90.

21. Miller MA, Pfeiffer W, Schwartz T. Creating the CIPRES science gateway for inference of 
large phylogenetic trees. SC10 workshop on gateway computing environments (GCE10). New 
Orleans: IEEE Computer Society; 2010. p.1-8.

22. Visagie CM, Hirooka Y, Tanney JB, Whitfield E, Mwange K, Meijer M, Amend AS, Seifert 
KA, Samson RA. Aspergillus, Penicillium and Talaromyces isolated from house dust samples 
collected around the world. Stud Mycol 2014;78:63-139.

23. Kornerup A, Wanscher JH. Methuen handbook of colour. 3rd ed. London: Methuen; 1978.
24. Visagie CM, Houbraken J, Rodriques C, Silva Pereira C, Dijksterhuis J, Seifert KA, Jacobs K, 

and Samson RA. Five new Penicillium species in section Sclerotiora: A tribute to the Dutch 
Royal Family. Pers: Mol Phylogeny Evol Fungi 2013;31:42.

25. Visagie CM, Renaud JB, Burgess KMN, et al. Fifteen new species of Penicillium. Pers: Mol 
Phylogeny Evol Fungi 2016;36:247.

26. Houbraken J, Frisvad JC, Samson RA. Taxonomy of Penicillium section citrina. Stud Mycol 
2011;70:53-138.

27. Park MS, Oh SY, Lee S, Eimes JA, Lim YW. Fungal diversity and enzyme activity associated 
with sailfin sandfish egg masses in Korea. Fungal Ecol 2018;34:1-9.

28. Lee S, Park MS, Lee H, Kim JJ, Eimes JA, Lim YW. Fungal diversity and enzyme activity 
associated with the macroalgae, Agarum clathratum. Mycobiology 2019;47:50-8.

29. Sang H, An TJ, Kim CS, Choi YP, Deng JX, Paul NC, Sung GH, Yu SH. Penicillium 
daejeonium sp. nov., a new species isolated from a grape and schisandra fruit in Korea. J 
Microbiol 2013;51:536-9.

30. Deng JX, Ji SH, Paul NC, Lee JH, Yu SH. A new record of Penicillium cainii from soil in 
Korea. Mycobiology 2013;41:112-5.

31. Park MS, Chung D, Baek K, Lim YW. Three unrecorded species belonging to Penicillium 
section Sclerotiora from marine environments in Korea. Mycobiology 2019;47:165-72.

32. Ahn GR, Kim S, Kim SH. Fungal diversity in the indoor air during spring and autumn in the 
houses of asthma patients. J Odor Indoor Environ 2019;18:354-61.

33. Choi DH, You YH, Lee IS, Hong SB, Jung TY, Kim JG. Penicillium ulleungdoense sp. nov. 
from Ulleung Island in Korea. Mycobiology 2021;49:46-53.

34. Pangging M, Nguyen TT, Lee HB. Seven new records of Penicillium species belonging to 
section Lanata-Divaricata in Korea. Mycobiology 2021;1-13.

35. Cho HS, Hong SB, Go SJ. First report of Penicillium brasilianum and P. daleae isolated from 
soil in Korea. Mycobiology 2005;33:113-7.



Kim et al.

The Korean Journal of Mycology 2021 Vol.49 362

36. Kim DH, Kim SH, Kwon SW, Lee JK, Hong SB. The mycobiota of air inside and outside the 
Meju fermentation room and the origin of Meju fungi. Mycobiology 2015;43:258-65.

37. Lee S, Hong SB, Kim CY. Contribution to the checklist of soil inhabiting fungi in Korea. 
Mycobiology 2003;31:9-18.

38. Paul NC, Mun HY, Lee HW, Yu SH, Lee HB. A new record of Penicillium raphiae isolated 
from agricultural soil of Ulleung Island, Korea. Mycobiology 2014;42:282-5.




