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Recently, there were dramatically increased interests on human microbiome research related to metabolic diseases including obesity worldwide. Hence, we have determined the effects of microbiome and determined the genes and pathways of human subjects including both human subjects and animal models. The specific aims of this presentation are 1) to determine and characterize the composition of human microbiome as related to clinical biomarkers, 2) to investigate the effects of host genetics and gut microbiota on metabolic syndrome, 3) to investigate the heritability of vaginal microbiota and the effect on obesity. In addition, we demonstrated the causality of specific microorganism on metabolic diseases. Our data suggest that specific OTUs and microbial functional genes in the gut and vagina may contain metabolic genes the characteristics of which differ according to host genetic background and/or diet. Our research will help us to understand the association between human microbiome and diseases and to improve human health. 
